Introduction
Influenza A has been detected in humans, pigs, horses, marine mammals and in different species of birds (Webster et al., 1992) . Currently 105 species of wild birds have been detected with Influenza A and aquatic birds are the main reservoir of the virus (Olsen et al., 2006) . The transmission is poorly understood (Alexander, 2007) , however the easiest form of spreading of the virus is in water, remaining infective for 30 days in 0°C (Webster et al., 1978) .
In Antarctica Sphenisciformes, Procellariiformes and Charadriiformes breed during the austral summer. Most are long-distance migratory species, excluding penguins, and are observed in diverse and dense colonies in ice free areas (Schreiber & Burger, 2002) . However, these breeding areas are scarse hence the proximity of the colonies and the nests make the intra and interespecific transmission of the virus easier. The Southern Giant Petrel (SGP) (Macronectes giganteus) breeds in the Antarctic region and has a circumpolar distribution (Patterson et al., 2008) and with other species of seabirds became a potential disperser of several diseases. Barbosa & Palacius (2009) 
Materials and Methods
The data was collected at Stinker Point (Elephant 
Discussion
Despite the SGP that was detected with Influenza A virus in Antarctica, different Antarctic seabirds species have been Antarctica: bird's migratory behavior (Krauss et al., 2007; Olsen et al., 2006) and the remains of the virus in cold waters (Zhang et al., 2006) . thus, lake sediments and water could also be analyzed. These breeding groups should be kept under monitoring to verify the permanence of virus in these seabirds.
Conclusion

